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H, Production in Synechocystis PCC 6803
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Source: Cournag, L., G. Guedeney, G. Peltier, and P. M. Vignais. 2004. J. Bacteriol. 186(6):1737-1746
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Approach

 Reductant Supply
— Initial Screening

— H, Production Profiling
— Metabolic Flux Analyses
— Specific Inhibitors

* Oxygen Sensitivity
— Rational Enzyme Modifications
— Directed Evolution
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Recap

* High-Throughput Screening Assay

* Optimization

* Metabolic Flux Analysis

* REHX Mutant

 MV-DT Assay and Performance of Mutants
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